Analysis of Therapeutic and Diagnostic Oligonucleotides Using Reversed-Phase Chromatography with Mass Spectrometry Detection

Martin Gilar*, Kenneth J. Fountain, John C. Gebler
Waters Corporation, Life Sciences R& D, Milford, MA, USA

Introduction
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challenging and often results in a product of limited purity [1,2]. An LC-MS 3'. Oligonucleotide was synthesized in one step (“one pot” synthes's).
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of oligonucleotides injected. inutes XTerra® MS C18, 50 x 1mm, 2.5 um; A: 8.6 mM TEA—100 mM HFIP, pH 8.25; B: methanol
CGE: BioCAP™ 75 um, 27.5/34.5 cm, 30°C, polyethylene glycol sieving matrix, 15KV run, 4s XTerra® C18, 50 x 1 mm, 2.5 um; A: 5% MeOH in 400mM HFIP: 16.3mM TEA, pH 7.9; B: 60% gradient starts from 15 % to 45 % MeOH in 30 minutes, 23.6 pl/min, 50°C. Upper trace shows
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