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Introduction

Experimenta

Conclusions 

• Atlantis™ dC18 and YMC™ ODS-AQ display excellent performance in formic acid 
conditions, and are the best choice of columns for LC-MS applications. 

• SymmetryShield™ RP18 preserves peak shape at increased mass loads, and is 
recommended for semi-preparative peptide purifications.  

• High column peak capacity is important for peptide mapping applications. Atlantis™ 
dC18, YMC™ ODS-AQ, and Symmetry® C18 columns offer excellent performance for 
UV and LC-MS based peptide mapping.  
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Mobile phase A: 0.1% formic acid in water, B: 0.065% formic acid in acetonitrile. Gradient from 0-40% B in 
45 minutes, 0.75 ml/min., 40ºC, UV 220 nm.   
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450 µg 
P = 33.8 

45 µg 
P = 88.4 
 

Mobile phase A: 0.1% TFA in water, B: 0.08% TFA in acetonitrile. Gradient from 0-50% B in 25 minutes, 0.75 
ml/min., 40ºC, UV 220 nm.   
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