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ABSTRACT: 

Even after sophisticated purification steps, many Host cell proteins (HCPs) still leaves in 

the protein drug product, which is from recombinant DNA technology. Comparing to ELISA 

method, the LCMS method needs less development time, is objective and easy to change. 

This paper give a short example of MS method for HCPs analysis.
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1

DG-44 CHO anti-phosphotyrosine

ProSep-vA MabSelect Sure ADH PHO BSA ENL

2 2D RP-RP UPLC Hi3

2D U PLC NanoACQUIT Y U PLC wit h2D Tec hnology and on line 

dilution

pH 10 XBridge BEH 300 C18 5µm 1 50mm

10µL/min A 20mM  pH10 B

B 10.8% 12.4% 14% 15% 16.7% 18.6% 20.4%

25% 30% 50% 0.1%TFA 100 L/min Symmetry 

C18 0.5 20mm 5µm ACQUITY UPLC BEH C18 0.3 150mm

1.7µm 65 ,12µL/min A 0.1 FA B 0.1%FA ACN 30

B 7% 35% 

SYNAPT HDMS MS
E

50m/z-1990m/

z 2.6kV 37V 120 15-

35eV

3 1D UPLC MRM

ACQUITY UPLC ACQUITY UPLC BEH300 C18 2.1 150mm 

1.7µm 35

Xevo TQ MS 37V 3.5kV 90 MS1/MS2

0.75Da 20-30ms

4

ProteinLynx Global SERVER (PLGS) 2.4
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SCX-RP

RP-RP  

RP-RP

RP-RP 1
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Hi3 MSE
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DG-44 CHO anti-

phosphotyrosine IgG1 1
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1 DG-44 CHO anti-phosphotyrosine IgG1

A1 A2 C ProSep-vA B1 B2 D MabSelect Sure A1

A2 B1 B2 DG-44mamster C D CHO-S ADH

PHO BSA ENL

2 1D UPLC MRM HCP A Clusterin

B Elongation factor 1-alpha C Glyceraldehyde 3-phosphate dehydrogenase
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