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. . . . . T4 C-T22 with N deamidation, aspartic acid isoform and without N Deamidation 1. Complete aSSIgI‘Iment Of a" pea kS in UPLC-MS peptlde maps.
Identified Partially/Non-tryptic Peptides in Enolase B A c
Protein Peptide Sequence Start Length Cleavage RT (min) e 7 =7 . == 2. Identification of expected as well as unexpected peptides in
T11 == D=
Enolp  E1IP1 PTGAK 173 S Partial 8.6 E1pe | TSOdimer by i /l\ | | | AN protein tryptic digest.
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