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Gradient and Temperature as noted in Figure Legends

improved, but note especially in the inset that selectivity is pre-
served. Constant selectivity is confirmed with extracted mass
chromatograms as shown for the selected region.

Figure 5. Using a shallower gradient focused on the elution re-
gion can give a shorter runtime. The selectivity is altered be-
cause the gradient slope is different.
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Figure 8. 12.5-16%B in 34min. Further adjustment in gradient slope
gives more change in selectivity, but does not resolve the modified pep-
tide of interest. Other chromatographic variables must be explored.

the signal-to-noise in mass spectra and can simplify
interpretation of those spectra
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