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Introduction

Introducing ESCi™ Technology

Overview

The progress of modern drug discovery and development relies heavily on the
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Figure 1. ESCi MS Scan and MS/MS Scan

Table 1. Optimization Results

Results and Discussion

Figure 6. MRM Chromatograms
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Figure 8. Calibration Curves
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Conclusion

Table 3. Quantification
Results for Single Compound

Future Work

We will apply a microsome incubation method on the 8 test
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