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INTRODUCTION

Monitoring of environmental contaminants in biological samples is typically performed by targeted analysis using a tandem quadrupole system on separate GC and LC
platforms in order to cover the expansive range of compounds classes and concentrations. Use of multiple systems can add complexity to the analysis and increase
turnaround times for samples to be reported. The work that will be presented will show the analysis of common environmental contaminants in a biomonitoring context on
a single high resolution mass spectrometric (HRMS) platform. The compounds of interest include:

% GC amenable compounds: PCDD/Fs, PCBs and PBDEs

% LC amenable compounds: Perfluoroalkyl substances (PFASs)

MATERIALS AND METHODS RESULTS AND DISCUSSION

The analyses were performed on a QTof MS instrument with universal
ionization source architecture. The system was operated in LC
electrospray (ESI) mode (Table 1a and b) and GC atmospheric
pressure chemical ionization mode (APGC) (Table 2a and b). The
ionization for APGC is summarized in Figure 1. The Qtof MS system analyses.

Solvent standard injections were used to generate expected retention times and product ions. This information was put in a
library and used in the analysis of samples. Figure 2 shows this data approach in a binary compare view for both LC and GC
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Figure 5: 2,3,7,8 TCDD as acquired via target enhance- Figure 6: TCDF spectrum for same range extracted from
ment. BPI (top) and target enhanced acquisition.

CONCLUSIONS

. Comprehensive analysis of contaminants in achieved using QTof MS with atmospheric source LC and GC interface

. Target enhancement (Tof MRM) increases sensitivity of signal for low-level (ng/g) as well as reducing background
spectra for complex sample analyses

. Further sample analysis is planned, with a focus on improvement of sample preparation strategy
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