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THE SCIENCE OF WHAT'S POSSIBLE.

OVE RVIEW RESU LTS The acquired MSMS spectra feature more than one phospholipid species contributing to the individual peaks. Using this observation, the previously
selected precursor ions were fragmented during REIMS sampling of all different livers. Figure 3 below shows an example for the MS/MS spectrum of the

same precursor ion in different liver tissue.
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l P o i . The presented data clearly demonstrates that REIMS has the potential of distinguishing different tissues based on the MS/MS spectra of only one precursor ion.
[ M _ - Our findings suggest that the MS peaks contain several different phospholipid species, possibly from different classes.
Figure 1. Vapor was transfered to the mass spectrometer for analysis.
MSMS spectra were acquired from previously selected phospholipids and . Since the relative contribution of isomeric phospholipids to a specific exact m/z value peak varies between different tissues, we have an additional information for the

subjected to multivariate classification algorithms. The models were then
used to identify the origin of animal liver samples online. identification of different tissue types.
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